* In precision oncology, there is a need for robust linked and longitudinal genomic
and clinical data, via purposeful data collection along the entire patient journey.
: : » To support epidemiologic research, we developed WAYFIND-R, a global registry
_C_onceptuallzatlon _Of Lol that enrolls patients diagnosed with a solid tumor and profiled with NGS
clinico-molecular variables for (NCT04529122; AACR 2022 Abstract 4094).
reg istries en ro||ing patients diag nosed . Standarm_:lizin_g variables of interest' a_md decision-makin_g processes along the patient
ith lid t d filed with journey is critical for data connectivity and understanding their clinical relevance.
Wi a Soll l.,ImOI’ an pr(_) led wi » We propose a framework for identifying the core variables that are most critical for
next-generation sequencing (NGS) oncology-based real-world studies and registries in precision oncology.
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Figure 1. The variables capture the entire patient journey and decision-making process.*
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Figure 2. Mandatory variables to be collected along the patient journey.

research- and regulatory-grade , - _ . | . | . |
_ : » These variables are most critical because they enable the natural history of the disease across the entire patient journey to be captured (with longitudinal data collection), they allow conduct of
real-world precision OnCOIOgy StUdleS’ comparative effectiveness studies by creating control groups using matched variables (e.g. age, sex, ECOG PS) from, for example, single-arm trials, can be used to assess how study
and facilitati ng standardized data populations and clinical trial results are translatable in the real world, and consider critical risk factors that may bias analyses (e.g. smoking in lung cancer).

collection and thus pooling from * Moderate-to-lower priority variables comprised NGS (e.g. technical, quality criteria), familial cancer history, adherence to MTB recommendations, and primary cause of death (supplement).

various datasets : . I .. :
Conclusions: how our core variables will aid research-/regulatory-grade real-world precision oncology studies
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