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fit-for-purpose data source, data are periodically evaluated.

Pt, tumour, biomarker and NGS data as well as molecular tumour board (MTB) decisions are
collected at enrolment (baseline) and treatment and outcome data at follow-up visits, routinely

Table 2. Genes detected by NGS and non-NGS-assessed biomarkers
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For 82% of ptS, samples for NGS teStmg o”gmated from the primary tumour or from metastasis The total number of pts does not correspond to the analytic cohort as some pts had missing data for the genes detected and only 849 pts screened for
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(Figure 5). non-NGS biomarkers.
o - i i i i *S ing for bi kers d d f the bi ker f h ifi .
Copies of this poster obtained through quick P R O Bl o e e Blomarkers assessed by non NGS methode. 6., Immunonistocheristry. luorescence in st nybridisation, or (quantitative/digital) polymerase chain reaction.
response and/or text key codes are for personal use (Table 2)
only and may not be reproduced without written @ '
permission of the authors. & References Acknowledgements
hilpsifter WeOatur 1. ClinicalTrials.gov Identifier: NCT04529122. Accessed September 2023. We thank the pts and their families who take part in WAYFIND-R, as well JYB reports research funding (institution) from Novartis, Bayer, GSK, Pfizer, Decipher, Roche, BMS, MSD and
2. Le Tourneau C, et al. JCO Precis Oncol 2022; 6:€2200019 as the staff, research coordinators, and investigators at each participating éstrﬁZenecad; a Ieaderlsh]:p rﬁle forI:[_InnBate Phgrg‘Ka? S]?noraga f_ro}:n N%var;tlls, gl’a’ser’M PSﬂ[z)er, g)eAC'fhgr and A
: : i institution. Research support for third-party writing/printing assistance for iz, G SOl iMellz el NI, [Eliisr; y (MUl SR, Ineielils, : =il e sn(Eesk
Please contact the lead author at jean-yves.blay@lyon.unicancer.fr for permission to this poster, furnished bypEIeanor Portepousy MSc %fHealt?] Interactions authors received research support in the form of third-party medical writing assistance for this poster from
reprint and/or distribute. Presented at the ESMO Congress 2023, was brovided by E. Hoffmann-La Roche Lid. . ! F. Hoffmann-La Roche Ltd. Please refer to the abstract for all author conflicts of interest. This analysis was
Oct 20-24, 2023, Madrid, Spain. P yr. ' sponsored by F. Hoffmann-La Roche Ltd.



https://ter.li/e0dtur

	WAYFIND-R: A global, �real-world database of patients (pts) with a solid tumour profiled with next-generation sequencing (NGS)

